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CDC: COVID-19 outbreak among 346 fully vaccinated people
shows those 'infected with Delta can transmit the virus'

Hilary Brueck 10 hours ago

= A CDC study of a COVID outbreak suggests vaccinated people
may spread the Delta variant as easily as the unvaccinated.

" Almost all the symptomatic vaccinated people in the study had
mild symptoms like headaches and sore throats.

* The study was a major factor in the CDC's new mask guidance for
vaccinated people.
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Viral vector platforms developed at VVCT NSTDA
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Humoral and cell-mediated immune responses in NASTVAC-vaccinated mice
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Measles virus vector-based COVID-19 vaccines
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Measles virus -vectored COVID-19 could protect hamsters from SARS-CoV-2 challenge
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SARS-CoV-2 spike-pseudotyped lentivirus
production for vaccine efficacy assessment
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